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Table 1. Breast Feature Key by TCGA Breast Phenotype Research Group

Question Group Feature

Definition

Breast Observation 1.1 Extent Multifocal/ Multicentric/ Unifocal/ No lesions found/ Flag for
review
1.2 Flag for extensive heterogeneous disease  Yes/ No
1.3 Fibroglandular Tissue (FGT) Almost entirely fat/ Scattered FGT/ Heterogeneous FGT/
Extreme FGT/ Not applicable
1.4 Associated Features Nipple retraction/ Nipple invasion/ Skin retraction/ Skin
invasion/ Edema/ Axillary lymphadenopathy/ Pectoralis
invasion/ Chest wall invasion/ None apply
1.5 Select the Dominant findings Mass/ Nonmass/ Not applicable
Mass Observation 2.1 Breast Side Left/ Right/ Not applicable
2.2 Shape Round-Oval/ Irregular/ Not applicable
2.3 Internal enhancement Homogeneous/ Heterogeneous/ Not applicable
2.4 Clip inindex lesion Present/ Absent
2.5 Dark internal septations Present/ Absent/ Not applicable
2.6 Rim enhancement Present/ Absent/ Not applicable
2.7 Margin Circumscribed/ Not circumscribed-irregular/ Not circum
scribed-spiculated
2.8 T2 pattern Homogeneous/ Heterogeneous/ Not applicable
2.9 Predominant T2 signal intensity Low/ Iso/ High/ Not applicable
2.10 T2 peritumoral edema Present/ Absent/ Not applicable
2.11 Associate Nonmass Enhancement Present/ Absent/ Not applicable
Nonmass Observation 3.1 Internal Enhancement Homogeneous/ Heterogeneous/ Clumped/ Clustered Ring/
Not applicable
3.2 Distribution Focal/ Linear/ Segmental/ Regional/ Multiple regions/
Diffuse/ Not applicable
Measure diameter 4.1 Measurement Longest diameter of the dominant finding within the ruler

tool
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